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CSNOFinder Installation Guide 
 

 

Steps for Installing CSNOFinder 

 Step 1: To install CSNOFinder version X.X on your computer, double click the installer to install 

OR open the folder (containing the installer) in terminal and type the following command. 

o Debian based OS 

sudo apt install csnofinder*.deb 

o RHEL based OS 

sudo rpm -i csnofinder*.rpm 

 

 Step 2: Make sure the installed files have the correct ownership. If the user and group ownership 

are not correct (or root), use the following command for correction. 

o sudo chown -R username:groupname /opt/csnofinder/ 

 

 Step 3:  Open the application, enter port no and click on ‘START’ to start using CSNOFinder. 
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 Step 4: In the very beginning, CSNOServ will be opened in a browser on the  port you’ve 

chosen. 

Enter the paths where you want to store data and logs. Provide the absolute path of the  

Snapshot folder (of SNOMED’s latest release) in the input box. 

 

 Step 5: Click on Submit to start index creation. 
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 Step 6: When the index creation is complete, you’ll see the following home page of 

CSNOServ. 

 

 

 Step 7: The next time you start CSNOFinder application, you’ll be redirected to the home 

page of CSNOFinder. Click on Accept to start using the browser.  
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 Step 8: To stop using CSNOFinder, click on ‘STOP’. 
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Steps for Importing Extensions/Refsets 

 

 Step 1: Open CSNOFinder application, enter the desired port number (say 9211) and click on 

start. When the browser is opened, change the url to point to CSNOServ  
(say, http://localhost:9211/csnoserv/) 
 
 
 

 

 
  

http://localhost:9211/csnoserv/
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 Step 2: Click on Configuration tab. In the Form, choose National Extension from the drop 

down list and provide the absolute path of the Snapshot folder (of Extension/Refset) in the 
input box. 
 

 
 Step 3: Click on Submit and wait for index creation to complete. 
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 Step 4: The next time you start CSNOFinder application, you can see the imported Refset/ 

Extension in the appropriate section. 
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Uninstall CSNOFinder version X.X 
When you uninstall, all of the program files are removed from your computer. 

o Debian based OS 

sudo apt remove csnofinder 

o RHEL based OS 

sudo yum remove csnofinder 

OR 

 sudo dnf remove csnofinder 


